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<170> Patentln Ver. 2.1 

<210> 1 

<211> 652 

<212> PRT 

<213> Mus musculus 
<220> 

<223> mouse sitosterolemia susceptibility gene (SSG) 
amino acid sequence 

<400> 1 

Met Gly Glu Leu Pro Phe Leu Ser Pro Glu Gly Ala Arg Gly Pro His 
15 10 15 

He Asn Arg Gly Ser Leu Ser Ser Leu Glu Gin Gly Ser Val Thr Gly 
20 25 30 

Thr Glu Ala Arg His Ser Leu Gly Val Leu His Val Ser Tyr Ser Val 
35 40 45 

Ser Asn Arg Val Gly Pro Trp Trp Asn He Lys Ser Cys Gin Gin Lys 
50 55 60 

Trp Asp Arg Gin He Leu Lys Asp Val Ser Leu Tyr He Glu Ser Gly 
65 70 75 80 

Gin He Met Cys He Leu Gly Ser Ser Gly Ser Gly Lys Thr Thr Leu 
85 90 95 

Leu Asp Ala He Ser Gly Arg Leu Arg Arg Thr Gly Thr Leu Glu Gly 
100 105 HO 

Glu Val Phe Val Asn Gly Cys Glu Leu Arg Arg Asp Gin Phe Gin Asp 
115 120 125 

Cys Phe Ser Tyr Val Leu Gin Ser Asp Val Phe Leu Ser Ser Leu Thr 
130 135 140 



1 



Val Arg Glu Thr 
145 

Ser Ala Asp Phe 



Ser Leu Ser His 
180 

Gly lie Ser Ser 
195 

Leu Gin Asp Pro 
210 

Asp Cys Met Thr 
225 

Arg Arg Asp Arg 



Leu Phe Gin His 
260 

Val Phe Cys Gly 
275 

Gly Tyr Pro Cys 
290 

Leu Thr Ser Val 
305 

Lys Arg Val Gin 



His Lys lie Leu 
340 

Pro Met Val Pro 
355 

Leu Gly Val Leu 
370 

Gin Ala Val lie 
385 

Leu lie Phe Tyr 



Val Gin Asp Arg 
420 

Tyr Thr Gly Met 
435 

Val Ser Asp Gin 
450 




Leu Arg Tyr Thr 
150 

Tyr Asn Lys Lys 
165 

Val Ala Asp Gin 



Gly Glu Arg Arg 
200 

Lys Val Met Met 
215 

Ala Asn Gin lie 
230 

He Val He Val 
245 

Phe Asp Lys He 



Thr Pro Glu Glu 
280 

Pro Glu His Ser 
295 

Asp Thr Gin Ser 
310 

Met Leu Glu Cys 
325 

Glu Asn He Glu 



Phe Lys Thr Lys 
360 

Leu Arg Arg Val 
375 

Met Arg Leu Val 
390 

Leu Leu Arg Val 
405 

Val Gly Leu Leu 



Leu Asn Ala Val 
440 

Glu Ser Gin Asp 
455 



Ala Met Leu Ala 
155 

Val Glu Ala Val 
170 

Met He Gly Ser 
185 

Arg Val Ser He 



Leu Asp Glu Pro 
220 

Val Leu Leu Leu 
235 

Thr He His Gin 
250 

Ala He Leu Thr 
265 

Met Leu Gly Phe 



Asn Pro Phe Asp 
300 

Arg Glu Arg Glu 
315 

Ala Phe Lys Glu 
330 

Arg Ala Arg Tyr 
345 

Asp Pro Pro Gly 



Thr Arg Asn Leu 
380 

Gin Asn Leu He 
395 

Gin Asn Asn Thr 
410 

Tyr Gin Leu Val 
425 

Asn Leu Phe Pro 



Gly Leu Tyr His 
460 




Leu Cys Arg Ser 
160 

Met Thr Glu Leu 
175 

Tyr Asn Phe Gly 
190 

Ala Ala Gin Leu 
205 

Thr Thr Gly Leu 



Ala Glu Leu Ala 
240 

Pro Arg Ser Glu 
255 

Tyr Gly Glu Leu 
270 

Phe Asn Asn Cys 
285 

Phe Tyr Met Asp 



He Glu Thr Tyr 
320 

Ser Asp He Tyr 
335 

Leu Lys Thr Leu 
350 

Met Phe Gly Lys 
365 

Met Arg Asn Lys 



Met Gly Leu Phe 
400 

Leu Lys Gly Ala 
415 

Gly Ala Thr Pro 
430 

Met Leu Arg Ala 
445 

Lys Trp Gin Met 



2 



^ ^ Tyr - - - - - "» £ S " ^ 

2 XX. «- ~ ~ »X Cy. «r «p - - «, ~ - £ - 

w « - 2 - - - - - - wu " a ss His Leu 

500 

Tl^ Val Gin Asn Pro 
,1. Gly OXu Phe »» Thr Leu val -u OXy XX. ' B 

Ile 2 ». ~ .X. - - - - ■« s s - oiy Leu Leu 
Ile Z ~ «, « - « «■ «• «■ is net w Ile pt ° - 

_ 550 
545 

ws n. ~ - ly Tyr ^ - - - - - - - K 

val » „ OX. ~ «y - » - - <*• «y "J « - 
. s.r »« Hi » HU «. « cy. *Xa XXe ». JXn «V Val GX„ 
« XX. ITu - cy S £ oxy ,X, T h r S.r «■ - - ,x, » 
I xxe « Tyr 3Xy ». XX. Pro „. £ Val XX. - «V ». 

Tx XI. P- W «X « »P Tvr « XX. s«r M 

645 



<210> 2 

<211> 2258 

<212> DNA 

<213> Mus musculus 

'J"', mouss B ito S teroX.»X, susceptibility 9 «e <SSG, 

<220> 
<221> CDS 

2?,*, ^U-lUSUxoX-U susceptibility ,e„e <SSG, 

protein 



3 




caacaagaag gtagaggcag tcatgacaga gctgagcctg agccacgtgg cggaccaaat 600 
gattggcagc tataattttg ggggaatttc cagtggcgag cggcgccgag tttccatcgc 660 
agcccaactc cttcaggacc ccaaggtcat gatgctagat gagccaacca caggactgga 72 0 
ctgcatgact gcaaatcaaa ttgtccttct cttggctgag ctggctcgca gggaccgaat 780 
tgtgattgtc accatccacc agcctcgctc tgagctcttc caacacttcg acaaaattgc 840 
catcctgact tacggagagt tggtgttctg tggcacccca gaggagatgc ttggcttctt 900 
caataactgt ggttacccct gtcctgaaca ttccaatccc tttgattttt acatggactt 960 
gacatcagtg gacacccaaa gcagagagcg ggaaatagaa acgtacaagc gagtacagat 102 0 
gctggaatgt gccttcaagg aatctgacat ctatcacaaa attctggaga acattgaaag 1080 
agcacgatac ctgaaaacct tacccatggt tcctttcaaa acaaaagatc ctcctgggat 1140 
gttcggcaag cttggtgtcc tgctgaggcg agtaacaaga aacttaatga ggaataagca 12 00 
ggcagtgatt atgcgtctcg ttcagaatct gatcatgggc ctcttcctca ttttctacct 1260 
tctccgcgtc cagaacaaca cgctaaaggg cgctgtgcag gaccgcgtgg ggctgctcta 1320 
tcagcttgtg ggtgccaccc catacaccgg catgctcaat gctgtgaatc tgtttcccat 13 80 
gctgagagcc gtcagcgacc aggagagtca ggatggcctg tatcataagt ggcagatgct 1440 
gctcgcctac gtgctacacg tcctcccctt cagcgtcatc gccacggtca ttttcagcag 1500 
tgtgtgttat tggactctgg gcttgtatcc tgaagttgcc agatttggat atttctctgc 1560 
tgctcttttg gcccctcact taattggaga atttctaaca cttgtgctgc ttggtatagt 1620 
ccaaaaccct aatattgtca acagtatagt ggctctgctc agcatctctg ggctgcttat 1680 
tggatctgga tttatcagaa acatacaaga aatgcccatt cctttaaaaa tcctgggtta 1740 
ttttacattc caaaaatact gttgtgagat tctcgtggtc aatgagtttt acggcctgaa 1800 
cttcacttgt ggtggatcca acacctctat gctaaatcac ccgatgtgcg ccatcaccca 1860 
aggggtccag ttcatcgaga aaacctgccc aggtgctaca tccagattca cggcaaactt 192 0 
cctcatctta tatgggttta tcccagctct ggtcatccta ggaatagtga tttttaaagt 1980 
cagggactac ctgattagca gatagttaag atgacaggca ggaaagggtt aatgggcagg 2 04 0 
cacgcccact gtggagcaca gagaagtact gtcttcaacc atcaggattc catctgcgac 2100 
ccttgtgtct gacccttgtg tctatccgga gccccaaggg caacgagaac tcacagccct 2160 
ctgctattcc agcttgtggg gcaatgtggt gcttggacat tgtgactgaa ctggtccaat 2220 
aatgtaaata ataataattc ataaacctac aggacatt 2258 



<210> 3 
<211> 651 
<212> PRT 

<213> Homo sapiens 



<220> 

<223> human sitosterolemia susceptibility gene (SSG) 
amino acid sequence 



<400> 3 

Met Gly Asp Leu Ser Ser 
1 5 



Leu Thr Pro Gly Gly 
10 



Ser Met Gly Leu Gin 
15 



Val Asn Arg Gly Ser Gin 
20 



Ser Ser Leu Glu Gly 
25 



Ala Pro Ala Thr Ala 
30 



Pro Glu Pro His Ser Leu 
35 



Gly lie Leu His Ala 
40 



Ser Tyr Ser Val Ser 
45 



His Arg Val Arg Pro Trp 
50 



Trp Asp lie Thr Ser 
55 



Cys Arg Gin Gin Trp 
60 



Thr Arg Gin lie Leu Lys 
65 70 



Asp Val Ser Leu Tyr 
75 



Val Glu Ser Gly Gin 
80 



lie Met Cys lie Leu Gly 
85 



Ser Ser Gly Ser Gly 
90 



Lys Thr Thr Leu Leu 
95 



Asp Ala Met Ser Gly Arg 
100 



Leu Gly Arg Ala Gly 
105 



Thr Phe Leu Gly Glu 
110 
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« „ ~ - « - s « « Glu G1 " s Q1 " - ~ 

130 , T1I> jv ra arq Gly Asn 

His Tvr Thr Ala Leu Leu Ala He Arg Arg ^ 
Arg Glu Thr Leu His Tyr Tn 155 

145 •, w=,i Met Ala Glu Leu Ser 

m .1, s« « o» W W ™ «" »*„ VSl 

Hls v sl « « - '» »» ^ S " - 

Leu Ser His Vai *J-<* * 185 

vai Ser lie Ala Ala Gin Leu Leu 
He ser Thr Gly Glu Arg Arg Arg Vai 

phe Asp Glu Pro Thr Thr Gly Leu Asp 
Gin Asp Pro Lys Vai Met Leu Phe Asp 



210 



t^, val Glu Leu Ala Arg 
rir, He Val Val Leu Leu Val ^ 240 
cys Met Thr Ala Asn Gin He 235 

225 • „i„ pro Arq Ser Glu Leu 

, v,i val Leu Thr He His Gin Pro Arg 
Arg Asn Arg He Val Val Le ^ 

Phe «, ~ - - n. S - ~ * - S - ~ 

260 _ „ 

Phe Phe Asn Asp Cys Gly 
r , Glv Thr Pro Ala Glu Met Leu Asp Phe Ph ^ 

Phe Cys Gly mr 28Q 

• se r Asn Pro Phe Asp Phe Tyr Met Asp Leu 
xyr Pro cys Pro Glu His Ser Asn 

290 -, ti» niu Thr ser Lys 

rin Ser Lys Glu Arg Glu He Glu Tn 
Thr ser val Asp Thr Gin Ser Ly ^ 

305 p v n a Tie Cys His 

„ v,, «n « n. «. « - - - - s " - 

t « WS « «» «« WS H " ^ WS "0 " U E " 

Lys Thr Leu Lys ASI1 345 

*» Ser Pro Gly Val Phe Ser Lys Leu 
Met val Pro Phe Lys Thr Lys Asp Ser 

* val Thr Arg Asn Leu val Arg Asn Lys Leu 
Gly val Leu Leu Arg Arg Val Thr A g ^ 

370 



375 



Ala Val He Thr Arg Leu Leu 
385 

L eu Phe Phe Val Leu Arg 

405 



Gin Asp Arg Val Gly Leu 
420 



, Tle Met Gly Leu Phe Leu 
Gin Asn Leu He Met ^ * ^ 
395 

v,l «, s« » - 1 — WS 017 °" 

410 

Mu Tyr 31» «- ™1 «Y £ ^ 



425 
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Thr Gly Met Leu Asn Ala Val Asn Leu Phe Pro Val Leu Arg Ala Val 
435 . 440 445 

Ser Asp Gin Glu Ser Gin Asp Gly Leu Tyr Gin Lys Trp Gin Met Met 
450 455 460 

Leu Ala Tyr Ala Leu His Val Leu Pro Phe Ser Val Val Ala Thr Met 
465 470 475 480 

lie Phe Ser Ser Val Cys Tyr Trp Thr Leu Gly Leu His Pro Glu Val 
485 490 495 

Ala Arg Phe Gly Tyr Phe Ser Ala Ala Leu Leu Ala Pro His Leu lie 
500 505 510 

Gly Glu Phe Leu Thr Leu Val Leu Leu Gly lie Val Gin Asn Pro Asn 
515 520 525 

lie Val Asn Ser Val Val Ala Leu Leu Ser lie Ala Gly Val Leu Val 
530 535 540 

Gly Ser Gly Phe Leu Arg Asn lie Gin Glu Met Pro lie Pro Phe Lys 
545 550 555 560 

lie lie Ser Tyr Phe Thr Phe Gin Lys Tyr Cys Ser Glu lie Leu Val 
565 570 575 

Val Asn Glu Phe Tyr Gly Leu Asn Phe Thr Cys Gly Ser Ser Asn Val 
580 585 590 

Ser Val Thr Thr Asn Pro Met Cys Ala Phe Thr Gin Gly lie Gin Phe 
595 600 605 

lie Glu Lys Thr Cys Pro Gly Ala Thr Ser Arg Phe Thr Met Asn Phe 
610 615 620 

Leu lie Leu Tyr Ser Phe lie Pro Ala Leu Val lie Leu Gly lie Val 
625 630 635 640 

Val Phe Lys lie Arg Asp His Leu lie Ser Arg 
645 650 



<210> 4 

<211> 2340 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> human sitosterolemia gene (SSG) 

<220> 
<221> CDS 

<222> (107) . . (2062) 

<223> human sitosterolemia susceptibility gene (SSG) 
protein 

<400> 4 

gtcaggtgga gcaggcaggg cagtctgcca cgggctcccc aactgaagcc actctgggga 60 
gggtccggcc accagaaaat ttgcccagct ttgctgcctg ttggccatgg gtgacctctc 12 0 
atctttgacc cccggagggt ccatgggtct ccaagtaaac agaggctccc agagctccct 180 



6 



aa.gqqqgct cctgcc.ccg ecccggagcc «»»3°°« Sttgccggc agcagtggac 300 
clqlglXgc caccgcgtg. ggccctggtg 99acatc.c. tcttg gg cct 3S0 

"gglagSe ctc.aag.tg t=tcot«t. =^gg.g.g= **J ggct ggggcg 420 
*g!gggga« ?SS£ S ej f ftSS: ggg.gcag« 

Ss "™g s» ™ «s 

S=S SESC S=3£ iSl =K ™ 

ccagctgctc caggatccta aggtcatgct 9tttgatgg accgaattgt 840 

catqac?gct aatcagattg tcgtcctcct agtgjaactg g * aaattgccat 900 

Zllclclcc attcaccagc cccgttctga 9 ctttt "^ aaaa tgcttg atttcttcaa 960 
fctgagcttc ggagagctga ttttctgtgg «cgccjgcg 9"^^ fcggacct 1020 
taactgcggt tacccttgtc ctgaacattc aaa "« * tcC agatgat 1080 

gSSSt acccaaagca ag, ,aac f f £Z£Z£ "gaagaata ttgaaaff 1X4 
agaatctgcc tacaagaaat ca 9? a ^ttg ttt caaaacc aaagattctc ctggagtttt 1200 

ssss -gS"S s I = »= js-ss ssst 

Stgggfg «S f •= -™ 

ot??qtggic gccaccccgt acacaggcat S^gaacgct 9 9 agatgatgct 1500 

legate agcgaccagg jgagtcagga Satgaftt tcagcagtgt IS 

ggcctatgca ctgcacgtcc tccccttcag cgt g 9 tttggata tt tttctgctgc 1620 
atgctactgg acgctgggct tacatcctga 99ttgcc 9 cttg gtatcgtcca 1680 

fcfctJggcc ccccacttaa ttggtgaatt tctaactctt 9J gcggggg tgcttgttgg 1740 
aaatccaaat atagtcaaca gtgtagtggc c g a tttaaa atca tcagttattt 1800 
aJctggattc ctcagaaaca tacaagaaat 9«cattc acg gact gaattt I860 

tacSccaa aaatattgca gtgagattct tgtagtcaat 9 9 tcac tcaagg 1920 

cacttgtggc agctcaaatg tttctgtgac 3 att cacaa tgaactttct 1980 

.ScaaSc attgagaaaa cctgcccagg tgc«catct * tcaaa ataag 2040 

gattttgtat tcatttattc cagctcttgt catcct gg gaagctgccg 2100 

gg atca?ctc attagcaggt agtgaaagcc ^99^99^ tttet ttcttgacag 2160 

Jctgtgcatg actgctctga acgtctgaaa tgag g y tc caa gcaggcc 2220 

gacatctcaa gtcttttaac ««aagact ccatttgt^ aacttgcagg gacatgtggt 2280 
Illicit SSSSS gaatgtaaat aatattcata aacctatggg 



<210> 5 
<211> 18 
<212> PRT 

<213> Homo sapiens 



<223> SSG signature sequence 1 

<400> 5 Te „ Ile Gly Glu Phe Leu Thr Leu Val 

Ala Ala Leu Leu Ala Pro Hie Leu He 15 



1 5 



Leu Leu 



<210> 6 
<211> 11 
<212> PRT 
<213> Homo 

<220> 
<223> SSG 



sapiens 
signature 



sequence 2 



7 



<400> 6 , Leu oly He Val 

Phe He Pro Ala Leu Val He ^ iQ 



1 5 



<210> 7 

<2H> 249 

<212> DNA 

<213> Homo sapiens 

<220> * uccr 

<223> exon 1 of hSSG 



~ aa rtaaaqcc actctgggga 60 

g - r «f t SSS SKSS ifo 

ggagggggct cctgccaccg ccccgg 9 



cagcgtcag 



<210> 8 

<2H> 122 

<212> DNA 

<213> Homo sapiens 

<220> 

<22 3> exon 2 of hSSG 



haaa ccaggcagat 6 0 
<«>°> 8 „^tm,t gqgactcM atcctgccgg «J=""| C tsg g a „gctc 120 

°«S3SS SIStfg' Sww- <=^«< ..gtgctcc 



ag 



<210> 9 

<2H> 137 

<212> DNA 

<213> Homo sapiens 

<220> * .ocr 

<223> exon 3 of hSSG 



< 400> 9 ractq ctggacgcca tgtccgggag gctggggcgc ^W^ct *° 0 

gctccgggaa aaccacgctg ctgg 9 cgctgcgc cg ggagcagttc ^ 
tcctggggga ggtgtatgtg aa yy 
tctcctacgt cctgcag 



<210> 10 

<211> 1° 3 

<212> DNA 

<213> Homo sapiens 

<223> exon 4 of hSSG 



cgcgctgctg 



60 



<400> 10 ,, rarcatq cgcgagacgc tgcactacac _ - 

agcgacaccc tgctg-jgcag c 9 agaaga agg tgg 

gccatccgcc gcggcaatcc egg 
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<210> 11 
<211> 129 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> exon 5 of hSSG 
<400> 11 

aggccgtcat ggcagagctg agtctgagcc atgtggcaga ccgactgatt ggcaactaca 60 
gcttgggggg catttccacg ggtgagcggc gccgggtctc catcgcagcc cagctgctcc 12 0 
aggatccta 129 



<210> 12 
<211> 140 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> exon 6 of hSSG 
<400> 12 

aggtcatgct gtttgatgag ccaaccacag gcctggactg catgactgct aatcagattg 60 
tcgtcctcct ggtggaactg gctcgcagga accgaattgt ggttctcacc attcaccagc 12 0 
cccgttctga gctttttcag 140 



<210> 13 

<211> 130 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> exon 7 of hSSG 
<400> 13 

ctctttgaca aaattgccat cctgagcttc ggagagctga ttttctgtgg cacgccagcg 60 
gaaatgcttg atttcttcaa tgactgcggt tacccttgtc ctgaacattc aaaccctttt 120 
gacttctata 130 



<210> 14 
<211> 214 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> exon 8 of hSSG 
<400> 14 

tggacctgac gtcagtggat acccaaagca aggaacggga aatagaaacc tccaagagag 60 
tccagatgat agaatctgcc tacaagaaat cagcaatttg tcataaaact ttgaagaata 12 0 
ttgaaagaat gaaacacctg aaaacgttac caatggttcc tttcaaaacc aaagattctc 180 
ctggagtttt ctctaaactg ggtgttctcc tgag 214 



<210> 15 

<211> 206 

<212> DNA 

<213> Homo sapiens 




9 



<220> 

<223> exon 9 of hSSG 
<400> 15 



gagag t ga =a . g ».=tt 9g t g a g aa,t,» jrtgojw at»c g = g tc tccttc, g .a 60^ 

tctgatcatg ggtttgttcc tccttttctt cgttctgcgg g g g ccccgtacac 180 
gggtgctatc caggaccgcg taggtctcct ttaccagttt gcgyy y ^ 
aggcatgctg aacgctgtga atctgt 



<210> 16 

<211> 139 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> exon 10 of hSSG 



<400> 16 r,*r.n* a ci aaaatcaqga cggcctctac cagaagtggc 60 

llltlZllt S£ SSStS. ,=c« g , ttt u. 

tcagcagtgt gtgctactg 



<210> 17 

<211> 186 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> exon 11 of hSSG 



<400> 17 .,, mat . at ttttctqctg ctctcttggc 60 

gacgctgggc ttacatcctg aggttgcccg Jtttggatat J aaaatccaaa 120 

cccccactta attggtgaat "ctaactct tgtgctactt gg | ga tctggatt 180 

tatagtcaac agtgtagtgg ctctgctgtc cattgcgggy y a 186 
cctcag 



<210> 18 

<211> H3 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> exon 12 of hSSG 



<400> 18 _ -,+-^^i-^artt- i-attttacat tccaaaaata 60 

= S££S "™ «* 



<210> 19 

<211> 472 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> exon 13 of hSSG 



10 



% > * 



<400> 19 

gcagctcaaa 

tcattgagaa 

attcatttat 

tcattagcag 

tgactgctct 

aagtctttta 

aatggaagtg 

aattgtgact 



tgtttctgtg 
aacctgccca 
tccagctctt 
gtagtgaaag 
gaacgtctga 
accattaaga 
gtttatagtc 
gagcggaccc 



acaactaatc 
ggtgcaacat 
gtcatcctag 
ccatggctgg 
aatgagagtg 
ctccatttgt 
ccttgctctt 
aagaatgtaa 



caatgtgtgc 
ctagattcac 
gaatagttgt 
gaaaatggaa 
ccatgtattt 
gcctcttgga 
acaacttgca 
ataatattca 



cttcactcaa 
aatgaacttt 
tttcaaaata 
gtgaagctgc 
ctttcttgac 
tccaagcagg 
gggacatgtg 
taaacctatg 



ggaattcaat 60 
ctgattttgt 120 
agggatcatc 180 
cgactgtgca 240 
aggacatctc 300 
ccttgaatgc 360 
gttatttgga 420 
gg 472 



<210> 20 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> 3' splicing site for exon 1 



<400> 20 

gcgtcaggta aggcag 



16 



<210> 21 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> 5' splicing site for exon 2 



<400> 21 

cctttaaagc caccgc 



16 



<210> 22 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3' splicing site for exon 2 



<400> 22 

agctcaggta agcttg 



16 



<210> 23 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 3 



<400> 23 

gccccgcagg ctccgg 



16 
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<210> 24 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3" splicing site for exon 3 



<400> 24 

cctgcaggtg ggcgcg 



16 



<210> 25 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 4 



<400> 25 

ctcctgcaga gcgaca 



16 



<210> 26 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3' splicing site for exon 4 



<400> 26 

aaggtgggtg cagccc 



16 



<210> 27 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 5 



<400> 27 

tgcaggtgga ggccgt 



16 



<210> 28 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3' splicing site for exon 5 



<400> 28 

gatcctagta agtggc 



16 



12 



<210> 29 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 6 



<400> 29 

tgctggcaga ggtcat 



16 



<210> 30 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3' splicing site for exon 6 



<400> 30 

ttttcaggta agaggt 



16 



<210> 31 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 7 



<400> 31 

tctggtcagc tctttg 



16 



<210> 32 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3 1 splicing site for exon 7 



<400> 32 

ttctatagta agtttt 



16 



<210> 33 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 8 



<400> 33 

aacttttagt ggacct 



16 



13 



« 




<210> 34 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3' splicing site for exon 8 
<400> 34 

tcctgaggta agaggc . 16 



<210> 35 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 9 



<210> 36 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3' splicing site for exon 9 
<400> 36 

aatctgtgta agtgcc 16 

<210> 37 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 10 



<210> 38 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 3' splicing site for exon 10 
<400> 38 

gctactggtg aggggtt 17 



<400> 35 

tgttttcagg agagtg 



16 



<400> 37 
catccccagt 



tcccgt 



16 



14 



<210> 39 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 11 
<400> 39 

cttttctagg acgctg 

<210> 40 

<211> 16 

<212> DNA 

<2 13 > Homo sapiens 

<220> 

<223> 3' splicing site for exon 11 
<400> 40 

tcctcaggta agatat 

<210> 41 

<211> 16 

<212> DNA 

<213> Homo sapiens 
<220> 

<223> 5' splicing, site for exon 12 

<400> 41 

tttcttaaga aacata 

<210> 42 
<211> 16 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> 3* splicing site for exon 12 
<400> 42 

acttgtggta agtatt 



<210> 43 

<211> 16 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> 5' splicing site for exon 13 
<400> 43 

ccttgacagg cagctc 




<210> 44 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : 6-His epitope 
tag 

<400> 44 

His His His His His His 
1 5 



<210> 45 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ant i-DYKDDDDK 
epitope tag 

<400> 45 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



16 



